Confiscated biological material of 
unknown animal origin (i.e. adil.flesh) 



DNA 



mcb398 



1140 



Mitochondrail cytochrome b gene (1 140 bp) 



mcb869 



PCR amplicons 
(472 bp) 



500 bp->§B&«-472 bp 



Sequencing using 

'ABI Prism 3700' DNA Analyzer 




Revealed sequence (328 bp) 



TGAATCTGAGGAGGCTTCTCAGTAGACAAAGCTACCCTGACAC 
GATTCTTTGCCTTCCACTTCATCCTTCCATTTATCATCTCAGC 
TCTAGCAGCAGTCCACCTCCTATTCCTTCACGAGACAGGATCT 
AACAACCCCTCAGGAATAGTATCCGACTCAGACAAAATTCCAT 
TCCACCCATACTACACAATCAAAGATATCCTGGGCCTTCTAGT 
ACTAATCCTAGCACTCATACTACTCGTCCTATTCTCACCAGAC 
CTGTTAGGAGACCCCGATAACTACATCCCTGCCAACCCTCTAA 
ATACCCCTCCCCATATCAAGCCTGAAT 



Finurp 1 a 



Sequence of cytochrome b gene (328 bp) revealed from biological material 
of unknown origin i.e. 'adil.flesh' using primers 'mcb398' and 'mcb869' 



^ Homology search in 'nr' database using 'BLAST 



http://www.ncbi . nim.nih,g©v7BLAST/ 




Score E 

Sequences producing significant alignments: (bits) Value 

gb|AY005809.1 1 Panthera pardus cytochrome b gene, partial c... 603 e-170 

gb|AF053054.1 |AF053054 Panthera tigris sumatrae isolate Su1 ... 527 e-147 

gb|AF053053.1 |AF053053 Panthera tigris tigris isolate B7 mi... 527 e-147 

gb|AF053050. 1 |AF053050 Panthera tigris corbetti isolate C2 ... 476 e-1 32 

gb|AF053049.1|AF053049 Panthera tigris corbetti isolate C1 ... 476 e-1 32 



Selection of reference animals based ori above information 
and further analysis using primers *meb398'and 'mcb869' 



Multiple sequence alignments 
i using 'Autoassembler' 



-CTAG~T>.CTAAT~Cc:TAcC.;C~TCAT -ACT-AC ~T :GT~~C~CTATTCTCACCAGACCT 3 tTaGGg-GAt rCC-GA-. AACTA' A • ~C~CCc -GCCAACC 



-CTAG-TiCT<SAT-CTTAGCi.C-TCAT-ACT-AC-TCGT--C-CTATTCTCACCAGACCTGTT-CGGAGACCCC-GATAACTACAT-C-CCC-QCCA-',rci 
-CT-'.G-TACTAAT-CCTAACAC-TCAT-.".CT-AC-TCGT--C-CTATTCTCACC*GACCTATTAGGG-GACCCC-GATAACTACAT-C-CCC-GCCiACCI 
-CTAG-TACTAAT-CCTA^C AC-TCAT -ACT -AC -TCGT - -C -CT ATTCTCACC AGACCT 4TTAGGG-GACGCC-GATAACTACAT -C -CCC -GCC AACCl 
%-TTCC--TT--T-CCTC-CTT,STCCT-AATGACAT--TAACACTATTCTCACCAGACCTCCTGGGC-QAT-CC£,GACAACTATA--C-CCTAGCTA^CCi 
-CT£G-~TCTAATTCT -AGCGC-TCAC- ACT -AC-TTGT--T -CT ATTCTCCCC AGACCT ACT AGGA-G A -CCCTGACAA-T - T s,C ACT CCC -GCC ^ACC 
-CT AG - ~ ^CT AAT-CTTAACAC -TCA.T-ACT -AC-TCGT --C -CT ATTCTCACC AG ACCT^TTAGGA-GATCCC -GACAACT AT AC -C -CCC -GCC AATC 
■CTTC- T -CT--T-CCTT -CTC-TCCTTMTGACAT--TAAC*CTATTCTCACCAGACCTCCTAGGC-GAC-CCAGACAATTATA--C-CC '.GCCAACC' 
l-CTAG- T '.CTAAT-CCTAACAC-TCAT -ACT-AC -TCGT - -C-CTATTCTCACCAGACCT *TTAGGG -GACCCC -GAT AACTACAT -C -CCC -GCC AACC( 
-CT.'-G-TA£TAAT-CTTA£CA£-TCAT-ACT-AC-TCGT--C-CTATTCTCACCS.GACCTGTT-GGG.".G?j;CCC-GATAS.CTACAT-C-CCC-GCCAACC( 
■CTAG-T ACTAAT-CCTAGC^C-TCAT -ACT -AC-TCGT --C-CTATTCTCACCAGACCTGTT-AGGAGACCCC-GATAACTACAT-C-CC -GCCAACCI 
ftCTAG -TACT AAT-CCT AGCAC-TCAT - ACT -AC -TCGT - - C - CT ATTCTCACC AG ACCTGTT-AGGAGACCCC - GAT AACTACAT-C-CC - GCCAACC' 



Figure 1 b 
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NJ-tree showing clustering of 'adil. flesh' with 

'gz1L' i.e.the known normal leopard (Penthera pardus) 
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Figure 1c 
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Figure 2 
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Figure 3 
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Figure 4 
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Figure 4 



